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Heritability of plasma Epo levels in the 

SKIPOGH cohort
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A) Histogram distribution of the Epo measurements

B) Correlation between Epo and Hemoglobin levels
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A Genome-Wide association study in the SKIPOGH cohort

revealed a new EPO locus (MAP2K5-SKOR1-PIAS1)) and 

replicated the previously identified locus HBS1L-MYB



A candidate gene approach also identified OS9 as implicated in EPO levels’ 

variations. The two associations newly identified in this study require replication, 

and the functional implication of all three loci in Epo regulation needs to be 

further investigated. 

Regarding the idiopathic nature of the majority of erythrocytosis cases, we 

suggest that especially in patients with high Epo levels, indicative of secondary 

erythrocytosis, these loci should be considered for further investigation.
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